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This stud% aimed to evaluate the immune response in the tumor
microenvironment to predict the therapeutic effect of immune checkpoint inhibitors against
triple-negative breast cancer (TNBC). In TNBC, we investigated the involvement of B cells and
tertiary lymphoid tissue-like structures in anti-tumor activity, which have been reported in recent
years in several other malignant tumors but not in breast cancer. In TNBC, pre-B-cell leukemia
homeobox 4 (PBX4), which is involved in cell infiltration and has been reported to be correlated
with prognosis in several malignant tumors, and killer cell immunoglobulin-like receptor 3 Ig
domains and short cytoplasmic tail 1 (KIR3DS1), which has been reported to have reduced NK cell
function and resistance to ICl therapy due to mutations, were highly expressed in TNBC. Furthermore,
PBX4 was also highly expressed in BRCA-positive BC.



BRCAL/2

[HR] 2
[HER2] TNBC 15~20
BReast CAncer gene gBRCA 1/2 TNBC 15
~19.5% 2~4% TNBC
TIL TNBC TNBC
Mahmoud SM, et a . 2011 T
PD-L1 HR TIL
Ghebeh H, et al. 2006. PD-L1 60% TIL
Schalper KA, et al.2014 PD-L1
TNBC TNBC Mittendorf EA, et al. 2014
TNBC  PD-L1 TIL TNBC
1 PD-1
gBRCA1/2
MSI-hi gh BRCA1/2
DNA BRCA1/2
BRCA1/2
BRCA1/2
PD-L1 PD-1 TIL Wen W, et al.
2019
TNBC mi croenvironment cell populations (M CP)-counter signature
PD-1
2020 1 Cabrita
Petitprez Helmink 3 MCP-counter signature 8
T CD8 T B
2
Tertiary Lymphoid Structures TLS
Bruno TC. 2020 M CP-counter signature
TLS

TNBC



gBRCA1/2 gBRCA1/2m
TNBC ICl
gBRCA1/2 TNBC PARP PD-L1
2022 8
TNBC FDA
ICl TNBC
gBRCA1/2m PD-L1 PD-1
ICl gBRCA1/2mTNBC
B
TNBC M CP-Counter Signature

NCBI Gene Expression Omnibus National Center for Biotechnology Informati on (NCBI) Gene
Expressi on Omnibus (GEO) repository (https://www.ncbi .nl m.ni h.gov/geo/)
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