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This study aims to improve the accurac% of syntactic parsing for long and
complex sentences by investigating the following approaches: chunk segmentation methods based on
discourse structures and noun phrases; a head selection approach that enables the model to learn the
parsing order; data augmentation for coordinate structure analysis using pretrained models; and
document encoding methods that capture broader contextual information. The chunk segmentation
approach revealed challenges such as the misidentification of phrase structures and limitations in
existing annotations, while the automatic acquisition of parsing order suffered from error
propagation and unstable convergence. On the other hand, data augmentation using the T5 model proved
effective for identifying coordinate structures in low-resource settings, and the split-and-merge
document encoding model demonstrated performance competitive with existing methods.
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“ the expression of the gene or the

stability of its message” or

Ara-C activated SMase with
10 minutes in both Jurkat and EL4 cells, [while phorbol ester (PMA) had no effect].

[To find new regulatory regions of the IL-2R alpha gene],
8.5 kb of the 5" end noncoding sequence of the IL-2R alpha gene have been sequenced.
and or We
now show [that [most of [TRAF1] or [TRAF3]] and [5% of TRAF2] are associated with
LMP1] and [that most of LMP1 is associated with [TRAF1] or [TRAF3]]-
Triggering [of CD40 signaling pathway(s)]
[by CD 40 ligands expressed [on L cells]] led [to strong activation [of an NF-
kappaB-controlled beta-globin reporter gene [in primary B lymphocytes [from
transgenic mice]]]]-
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