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In this study, plasmalogene synthesis genes (plsA) from Lactococcus
cremoris, Enterococcus faecalis, and Bifidobacterium longum were introduced into E. coli, and Pls
production was measured when the recombinant bacteria were grown under aercbic or anaerobic
conditions. The amount of PIs production was measured when the recombinant was cultured under
aerobic and anaerobic conditions. E. coli transfected with plsA from facultative anaerobes produced
PIs under both conditions, while E. coli transfected with plsA from absolute anaerobes did not
produce Pls under aerobic conditions.

When L. cremoris was cultured under various conditions and Pls production was measured, the
maximum amount of Pls was detected in M17 medium, 25° C, and anaerobic culture conditions.
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