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Understanding the pathogenic mechanism of NASH by focusing on the conversion of
methionine metabolism to phosphorylation signals.
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Methionine is metabolized to S-adenosylmethionine (SAM), which induces
methylation of DNA and histones, playing a central role in epigenetic regulatory mechanisms. The
principal investigator questioned the scarcity of information regarding the methylation of proteins
other than histones, prompting research into the role of methylation of the major phosphatase, PP2A.

This study revealed the significant role of PP2A methylation in the pathogenesis of NASH and
reported on the impact of PP2A methylation on cellular signaling and the molecular mechanisms
controlling PP2A methylation.
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