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Development of micropore devise to detect chromosome aberrations

Takata, Hideaki
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In this study, we developed a new method for detecting chromosome

aberrations using a micropore device to obtain structural information of chromosomes with high speed

and sensitivity. Chromosomes isolated from human cultured cells were used to evaluate chromosome
structure by the peak width and height (waveform pattern) of the current blockade waveform observed
when the chromosome passes through the pores. The results showed that efficient acquisition of
chromosome structural information is expected by reducing the size of micropores and controlling the

direction of particles passing through the pores. In addition, by inducing cellular senescence,
chromosomes exhibiting abnormal structures were successfully obtained.
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