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Environmental DNA epigenetics using DNA methylation as a marker.
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To further develop the environmental DNA analysis method, which is
recognised for its usefulness as a simple biomonitoring method, and to sublimate it as a method to
determine the state of an organism, such as whether it is parent or offspring, we worked on the
development of an * environmental DNA epigenetics’ method, which analyses the methylation state of
DNA with environmental DNA. The results of experiments using zebrafish showed that, by selecting
appropriate genetic markers, the ‘ environmental DNA epigenetics’ analysis, which reveals the
methylation state of an organism by its environmental DNA, is possible.
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