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Database construction of epigenetics-dependent gene induction by nitric oxide

Uehara, Takashi
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The aim of this study was to identify a group of genes epigenetically
regulated by NO through changes in DNMT activity. We exposed various cultured cells to NO donor and
identified a group of genes with altered expression levels.

The results revealed that: 1) NO alters the expression patterns of genes that differ among cell
lines, 2) genes whose expression changes due to NO are not enriched in common pathways among cell
lines, and 3) many genes are involved in cancer development and malignant transformation. These
results suggested that NO may promote cancer development and malignant transformation by inducing
DNA demethylation and broadly altering the expression of genes that differ from cell to cell.
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