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This study aims to develop a technology that uses the HITI method, an
innovative genome editing technique we have developed, to integrate genes expressing biologics such
as antibodies and peptides into safe genomic locations in the body. This technology aims to enable
continuous self-production of biologics for Alzheimer®s disease (AD) with a single administration.
Initially, we developed a vector expressing an existing anti-AB antibody effective against
Alzheimer®s disease and integrated it into the genome DNA using genome editing technology. However,
the antibody production was insufficient. Therefore, we modified it into a single-chain antibody
suitable for genome editing, which retained the function of specifically binding to AR aggregates,
the causative agents of AD. As a result of these efforts, we successfully developed an anti-Af
antibody-expressing vector suitable for continuous production in vivo.
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