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Study of the mechanism of transformation in human esophageal epithelial cells

Kakiuchi, Nobuyuki
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This study revealed that while TP53 mutations exist in iodine-stained areas
of the esophagus (Normal), abnormalities in chromosome 3 copy number are rare. In contrast, in
LVL-ND, esophageal driver mutations were present in all but two samples, with TP53 mutations being
the most common, observed in 65% of cases. LVL-ND samples with TP53 mutations frequently exhibited
broad CNVs, including loss of the short arm of chromosome 3 and gain of the long arm of chromosome
3. These changes suggest that acquiring these alterations leads to the iodine-unstained phenotype,
indicating the formation of cancer origins.
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