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Development of a new treatment using nanotechnology focusing on cancer-related
fibroblasts for scirrhous gastric cancer

MATSUMOTO, Sokichi
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We performed scRNA-seq focusing on noncomplex poorly differentiated gastric
adenocarcinomas (por2), including scirrhous gastric carcinomas. We identified myofibrillary and
inflammatory CAFs previously reported in por2 gastric cancer CAFs. Furthermore, the proportion of
clusters with high gene expression characteristic of myofibrillary CAFs was higher than that of
non-por2 gastric cancers, and pathways involved in cell proliferation were significantly elevated.
The heterogeneity of CAFs in por2 gastric cancers suggested that myofibrillary CAFs may suppress
CD8-positive T cell infiltration into the tumor. GSEA analysis showed significantly higher
neurotransmitter receptor activity in por2 gastric carcinoma, identifying potential therapeutic
target molecules among the core enrichment genes.
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F2-CAF GO description

actin filament-based process (GO:0030029)

Signaling by Rho GTPases, Miro GTPases and RHOBTB3 (R-HSA-9716542)

Focal adhesion (WP309)

enriched_terms

Smooth Muscle Contraction (R-HSA-445355)
blood vessel development (GO:0001568)
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Tumor-infiltrating monocytic myeloid-derived suppressor cells contribute to the development of 2024

an immunosuppressive tumor microenvironment in gastric cancer
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