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An architectural transcription factor, high mobility group A2 (Hmga2), is
known to be expressed in stem cells and tumor cells. Knock-outing Hmga2 gene causes a pygmy
phenotype with bone growth reduction and fat hypo-formation in mice, and it appears consistent with
human. Although these strongly suggest that Hmga2 plays an important role in bone development,
studies on the molecular pathway are completely unknown. In this study, we focused on the mechanism
of osteoblast differentiation by Hmga2, and comprehensively analyzed the functions of Hmga2 using
next-generation sequencing technologies such as RNA-seq and ChlIP-seq.
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