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Genotoxicity tests are essential for pre-marketing hazard assessment of
newly-developed chemicals. Recent development of analytical equipment and cell biology allow us to make
innovation in this area. In this study, we tried to develop innovative genotoxicity tests which focused
on DNA damage, mutation and mechanism of chromosomal aberration. As for DNA damage, we modified the
protocol of DNA adductome method to make it faster and more sensitive. We also developed a new mutation
assay using a single molecule real time DNA sequencer, enabling direct monitoring of mutation frequency
in DNA of any samples. We also developed methods to evaluate inhibition of DNA damage response which is
the important mechanism for DNA damage independent chromosomal aberration.
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