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Understanding of host-pathogen interaction by using silkworm infection model

Sekimizu, Kazuhisa

37,400,000 11,220,000

RNA
RNA RNA
RNA

This study revealed that a novel virulence factor of Staphylococcus aureus regulat

es RNA degradation. The virulence factor modified RNA and made RNA insensitive to degradation by RNase. Th
is finding indicates a novel regulatory mechanism of RNA degradation.
This study also revealed that a hemolymph protein of silkworm inhibits virulence of S. aureus. The hemolym
ph protein bound S. aureus surfaces and inhibited expression of virulence genes. This finding indicates a
novel defense system of host animal against pathogenic bacteria as well as a novel recognition system of S
. aureus against host environment.
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