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Elucidation of transcription network of stringent control in Bacillus subtilis and i
ts application
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In Bacillus subtilis, stringent response evokes a GTP decrease and an ATP incre

ase. As a result, positive and negative stringent transcription regulation of stringent operons possessing

adenine and guanine in their transcription initiation sites, occur, respectively. Among positive stringen

t genes are kinA and kinB which are necessary for sporulation initiation. Operation of positive stringent
transcription of kinA and kinB was_found to be prerequisite for sporulation initiation.

As an approach to the applied field, guanine at the transcription initiation site of the pts operon und

er negative stringent control was converted to adenine, so that glucose metabolism was enhanced in the str

ingent conditions to result in more than 5-fold increase of isoleucine production by ilv-leu operon involv

ed in branched-chain amino acid synthesis which is subjected to positive stringent transcription control.
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