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Mechanistic analysis and prediction of infusion reactions

Saito, Yoshiro
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In vitro

Infusion reaction (IF) is a severe adverse reaction often caused by therapeutic an
tibodies and occurs at the first time of infusing the antibodies. The mechanistic analysis and prediction
of IF in the pre-clinical stage is important for preventing patients from IF in the clinical stage. The
results of this study was follows: 1) List of suspected drugs for IF by Japanese Adverse Drug Event Report
database. 2) Analysis of FCGR1A, FCGR2A, FCGR3A genes to screen genetic polymorphisms using genomic DNAs
from cetuximab-administered patients. 3) Functional analysis of a novel genetic polymorphism 818T>C (L273P
% found in FCGR2A gene encoding FcgammaRlla. 4) Development of in vitro assay system for assessing causabi

ity of IF using human peripheral blood mononuclear cells.
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