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Analysis of salivary secretory function via Sirtl activation
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Calorie restriction (CR) showed increase of Sirtl expression and activity in mice
salivary glands. The increased saliva secretion and the decreased 8 OH-dG, an oxidative stress marker, wer
e confirmed. The infiltration of inflammatory cells and inflammatory cytokines were diminished. From the m
icroarray analysis, inflammatory and immune related genes were decreased and amino acid related genes were

increased. Moreover, serine revealed increased tendency saliva secretion. The number of mitochondria and
the mutated mitochondria genes were decreased. However, ATP production was increased.
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Enriched GO terms for up-regulated genes in CR
mice compared with AL mice
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