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Two sub-species (Aedes aegypti aepypti and Aedes aegypti formosus) of Aedes
aegypti were found in all sampling sites in the southern African countries (Mozambique, Malawi, Zimbabwe
and Zambia). The forest type (Aedes aegypti formosus) was dominated in the interior sites, while the
urban type (Aedes aegypti aepypti) was dominated in the coastal area. In particular, the urban type was
abundant in the northern Mozambique where a dengue outbreak was reported in 2014. When their genetic
structures were compared among the urban type populations, the populations in the northern Mozambique
were significantly different from the other populations. The findings from this study suggest that Ae.
aegypti aegypti was responsible for the outbreak in the northern Mozambique, and the populations might
have been introduced from other continents.
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