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Increasing DSB ends mobility with 53BP1 improve Non homologous end joining
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53BP1 plays a key role in repair for DNA double strand breaks. 53BP1 binds ends
of DSBs and facilitates rejoining of both ends. | and co-authors reported that (1) 53BP1 plays a role in
a novel pathway distinct from the Ku-dependent and Artemis-dependent NHEJ (Non homologus end joining)
pathways (Genes Cells, 11: 935, 2006). (2) RAD18 interacts with 53BP1 and is recruited to DSB sites in a
53BP1-dependent manner specifically during Gl-phase. RAD18 monoubiquitinates 53BP1, consequently,
enhances retention of 53BP1 at DSBs site (Nucleic Acids Res., 37: 2176, 2009). Depletion of TRF2 (one of
shelterin components) arises dysfunctional and unprotected telomeres. Telomere deprotection activate ATM
dependent DNA repair pathway and promote NHEJ. DNA repair proteins including 53BP1 recognize unprotected
te:omeres ag DSBs. | investigated that the interaction between 53BP1 and Radl8 works in the rejoing of
telomere ends.
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