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Systematic identification and classification of polyubiquitinated proteins with
specific chain linkage patterns.
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Ubiquitin chains with distinct linkage pattern are said to give specific
biological functions to their substrate proteins. To understand these relationships between “ linkages
and functions” , we tried to identify ubiquitinated proteins with specific chain linkage patterns by
modifying our original enrichment method for polyubiquitinated substrates. As result, we succeeded in
identifying the linkage specific substrates for lys48 and lys63, which are main linkage points and
already extensively characterized, but not for minor linkage points, which are major targets of this

study.
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63K/Wild ratio 63K/Wild ratio
HSP26 1.54 HXT5 0.35
SHP1 1.41 RPS7A 0.30
COT1 1.38 RPS7B 0.28
ITR1 1.31 RPS20 0.11
ZRT3 1.16 CPR1 0.00
JEN1 1.15 DDI1 0.00
ZRT1 1.08 HXT4 0.00
TNA1 1.03 INO1 0.00
YRO2 0.94 MET4 0.00
HXT7/HXT6 0.92 RPN10 0.00
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® Detecting protein-DNA interactions
using a modified yeast one-hybrid
system.
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UBP6
controls the ubiquitination status of
RPN1
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