©
2011 2014

Towards the molecular basis of the ligand-binding mechanism and drug-discovery of
TAM receptor tyrosine kinases
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TAM receptor tyrosine kinases have causal relationships with diseases. We have
set up the methods to obtain Tyro3 and Mer of the family using yeast K. lactis, which can potentially
glycosylate the proteins; to introduce stable isotope into proteins in both uniform and selective manner;
to analyze glycosylation modifications; to analyze molecular interactions; and to run and analyze several
NMR methods. We have then applied these methods to Tyro3 and Mer, and evaluated the influences of
glycosylation on their structures and functions. We have also obtained the methods to develop peptides
and nucleic acids that bind to the target proteins, and the methods to evaluate the structure and
function of the obtained molecules. On the basis of current efforts, we are going to collect structural
information of TAM receptors in action, and are intending to bring the project further to elucidate the
molecular mechanisms underlying the recognition of ligands or drug candidates by TAM receptors.
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