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Structure and assembly of the central hub of the baseplate of bacteriophage T4
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1. Tube initiator protein, gp48, which were fused with SlyD at the N-terminus was
expressed in a soluble fraction and crystallized. 2. The C-terminal domain of gp37 from phage PPO1 which c
onstitutes the tail fiber together with gﬁ38 were co-expressed and the complex with 3:1 stoichiometry was
isolated and crystallized. It was shown that the C-terminal 13 kDa polypeptide was self-cleaved. 3. The co
mplex of the soluble domain of the holin and the rapid lysis protein gp rl was crystallized and the struct
ure has been successfully determined, which is expected to contribute to understanding the mechanisma of |
ysis inhibition.
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