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Comprehensive analysis on Hox and ParaHox genes in the primitive deuterostomes

IKUTA, Tetsuro

4,100,000

Hox ParaHox
Hox
ParaHox

Hox and ParaHox genes have been regarded to play a central role in
anterior-posterior patterning of the animal body and its evolution. In this study, cluster organizations
and developmental expression ﬁatterns of Hox and ParaHox genes in the primitive deuterostomes, the
hemichordate acorn worm and the crinoid feather star were analyzed. The results suggested that these
animals retain the fundamental developmental programs to gain insights into the origins of deuterostome
and chordate body plans.
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