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Characterization of candidate genes related to the high aluminum tolerant mechanisms
in a wild plant, Andropogon virginicus
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To clarify high Al tolerance mechanism in a poaceae wild plant, Andropogon virgini
cus L., its two candidate genes, S-adenosyl methionine synthase (AvSAMS1) and ABC transporter (AvABCGl), w
ere characterized. The constructed two Arabidopsis transgenic lines expressing these two genes showed mult
iple tolerance phenotypes for Al, Cu, diamide or Zn. Microarray analysis and other experiments suggested t
hat Al stress causes a dynamic change in DNA methylation status and that the AvSAMS1 gene is related to an
epigenetic control of gene-expression under Al stress. It was also suggested that the AvABCGltransporter
functions for an accumulation of toxic Al and Pb in root and/or leaf, rather than a transportation of thes
e metals from root to shoot.
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