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Development of an isolation method of microsatellite DNA markers for evaluation of g
enetic diversity of organisms in rural areas
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An isolation method of microsatellite DNA markers was developed for the evaluation
of genetic diversity of organisms inhabiting rural areas. This method was composed of five processes suc
h as DNA extraction, DNA fragmentation, screening of microsatellite regions, etc. Applying this method, n
ineteen to forty of novel microsatellite DNA markers were isolated and characterized for seven species of
fish, dragonfly and mysid collected from agricultural canals. Furthermore, these markers were available f
or practical analysis of their genetic diversity and the structures of their populations. The development
of the markers for other species based on this method and the investigation of genetic diversity using th
e developed markers are expected in the near future.
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GenBank

Tribolodon hakonensis 21  AB592446 AB592466

Esomus metallicus 29 AB720584 AB720611
Rasbora borapetensis 24 AB774185 AB774208
Parambassis siamensis 40 AB720612 AB720649

Clupeichthys aesarnensis 19 AB774166 AB774184
Sympetrum frequens 23 AB627991 AB628013

Mesopodopsis tenuipes 32 AB628022 AB628053
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