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Dissection of the genome functions that confer the dehydration tolerance to plant se
eds.
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Seed formation is a survival strategy of higher plants that protect the juvenile e
mbryo from unfavorable conditions and facilitates the dispersion of offspring into a new habitat. The chro
matin structures play important roles in a variety of nuclear functions by influencing the assembly of nuc
lear factors through epigenetic modifications. In the pioneer works of plant seed science, the relationshi
ps between structure and function of seed nuclei have been well documented, and the microscopic analyses h
ave confirmed morphological changes of chromatin structures between the quiescent and germinated embryos,
including the highly condensed state of chromatin structures. These observations demonstrate that the prot
ective mechanisms of genome integrity must be mobilized in the plant seeds. In this study, we have purifie
d the chromatin components from Arabidopsis dry seeds and conducted the subproteome analyzes by the use of

2D-PAGE in conjugation with mass spectrometric technology.
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Figure 1. Arabidopsis histones purified from the dry
quiescent seeds.

a) 15% SDS-PAGE
1, molecular weight marker; 2, calf thymus histones;
3, molecular weight marker; 4, Arabidopsis seed histones

b) 15% Acetic acid/Urea PAGE without (5, 7) or with
(6, 8) Triton X-100

5 and 6, calf thymus histones; 7 and 8, Arabidopsis seed
histones
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Figure 2. 2-D PAGE of the chromatin components
purified from Arabidopsis dry quiescent seeds.

D monoubiquitinated histone H1-1 and H1-2
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