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Functional gene analysis for the influence of the indwelling catheter in the Candida
ifection
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It is thought that multiple factors participate in pathogenicity of the Candida gl
obrata, but there are many unexplained points. In a recent study, it becomes the problem in particular as
a risk factor is indwelling catheter. Therefore we made deletion mutants of the genes encoding beta-glucan
, manno protein, the secretase such as an ingredient or the hydrolase which constituted the cell outer lay

er including the lectin. They were thought that participating in adhesion of the indwelling catheter by th
e formation of the biofilm.
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Figure 1 Distribution of mapped position of tags on the

5'-flanking region of each gene.
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(Figure 3. Aoyama, Chibana et al., 2014).

)

90%

SignalP4.0

Table 3 Average length of 3'-UTR of genes classified
according to function and localization in Candida glabrata and

Saccharomyces cerevisiae

Significant
C. glabrata 8. cerevisine difference®
Transfeerase activity —803.0 —734 *
Actin binding —238 —29.2
Lipid metabolic —29.2 =733
process
Phosphoprotein -51.2 -136.9 *
phosphatase activity
MNuclear envelope —48.0 —80.2
Chromosome 0.0 =530.7
Golg apparatus -31.2 —103.0 *
Mitochondron —599.5 —205.5 d
OTEanization
Nuclease actvity —46.1 —42.4
Translation —238.4 —62.7 d
Cell commumication —T00.1 —46.0 *
Sigmal transduction —24.3 =977
Electron carrier —120.2 —36.3
acavity
RINA binding —8.3 —64.3 d
Structural molecule -31.2 —81.9 *
actvity
Mucleotide binding —292 —895 *
Peptidase activity —46.8 —458
Mucleoplasm 0.0 —62.2
Ribosome —422 —63.3
Cytoskeletal —40.0 =540
protein binding
Biological process —4.0 —88.2 *
Carbohydrate —&05.0 —B3.6 b
metabolic proces
Transcription —134.7 —105.4
factor activity
Protein binding —48.0 =512
DNA binding =96 —B0.1 *
Hydrolase activity —134.6 =795 *
Lipid binding —29.1 —97.6 d
Membolic process —125 —100.6 *
Intracellular —46.8 —834
Receptor activity —4.0 -115.4
Endoplasmic —628.2 —61.8 *
reticulum
Cytosol —126.2 —123.0 b
Endosome —459.7 —13%.0 *
Nucleus —154.7 =701 *
Vacuole —6id. (0 —73.6 *
Protein metabolic —126.9 =52.0
process
Response to stress =373 —64.8 *
Cytoplasm —258.4 =705 *




Table 3 (Continued)

Significant
C. glabrata 8. cerevisiae  differencet
Calcium ion binding —404.3 —45.3 *
Peroxisome —28.6 —132.4 *
Mitochondrion —670.8 —73.8 *
Biosynthetic process —47.6 —98.4 *
Cytoskeleton —93.0 —40.2
Cytoskeleton —93.0 —74.0 *
organization
Protein modification —161.8 —50.0
process
Nucleobase, nucleoside, —135.0 —83.2 *
nucleotide
and nucleic acid
metabolic process
Enzyme regulator —700.1 —30.5 *
activity
Nucleolus =310 —55.6
Cellular component —150.0 —106.3
DNA metabolic —59.0 —108.0
process
Kinase activity —47.6 —69.3
Catalytic activity —556.9 —100.6
Plasma membrane —805.0 —118.8
Protein transport —157.6 —88.0
Signal transducer —201.6 —177.7

activity

*Probability of significant difference of P < 0.05.

Predicted C. glabrata genes were categorized by CGD (http://
www.candidagenome.org/download/go/). The information
for TSSs of 8. cerevisiae was also obtained from the web site
(http://downloads.yeastgenome.org/published _datasets).

+The average distance between TSS and the first ATG of each
gene ontology (GO) was calculated and statistical analysis
(Wilcoxon test) was performed to confirm whether there were
significant differences between C. glabrata and S. cerevisiae.
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