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Sequence-based typing of Legionella pneumophila isolates in Japan
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Legionella pneumophila (Lp), the causative agent of Legionnaires” disease, grows i
n the bath water. Over half of Legionella pneumonia patients, however, do not use the bathing facility, an
d in most such cases, the sources of infection are not clear. 1 examined the genotypes of Lp strains deriv
ed from various environments: cooling tower water, soil, fountains, and shower water as well as bath water
, In order to compare the genotypes of Lp strains derived from patients. The genotypes of Lp strains deriv
ed from patients who were suspected to infect Lp through bath water were belonged to the genotype groups i
ncluding most Lp strains derived from bath water. The genotypes of Lp strains derived from patients whose
sources of infection were unknown were belonged to the genotype groups including Lp strains derived from e
nvironments other than bath water. Therefore inspection and hygiene management of various environments oth
er than bathing facilities as the source of infection are important.

Legionella pneumophila sequence-based typing



@
Legionella pneumophi la
2004
100
2009 689
7
IASR 2008.
29:327-8
&)

EWGLI (European Working Group of
Legionella Infection)

SBT (sequence based-typing)
(Gaia v, et al. 2005. J Clin
Microbiol 43:2047-52; Ratzow S, et al.
2007. J Clin Microbiol 45:1965-8)
L. pneumophila 7

2007 10 HPA (Health
Protection Agency) L.
pneumophila SBT

http://ww.hpa-bioinformat
ics.org.uk/legionella/legionella_sht/
php/sbt_homepage. php

(©)) 1980
2008 86 L.
pneumophila SBT
53 10D
0.979 Amemura-Maekawa J, et al.
2010. J Med Microbiol 59:653-9
10D 0.901

Harrison TG, et al. 2009. Eur J Clin
Microbiol Infect Dis 28:781-91
0.946 Kozak, NA et al. 2009. J Clin
Microbiol 47:2525-35 0.964
Reimer AR, et al. 2010. Eur J Clin
Microbiol Infect Dis 29:191-205

L. pneumophila

L.
pneumophila
@
6
&)
®
DNA EWGLI

(European Working Group for Legionella
Infections)

(http://www_ewgli.org/) flaA,
pilE, asd, mip, mompS, proA, neuA 7

7
PCR PCR

EWGLI  SBT

minimum
spanning tree BioNumerics (Applied

Maths )

@
L. pneumophila
7 SBT 335
157 ST
SBT
neuA

14



ST
ST23 (19 ) ST138 (17 )
ST120 (17 )
ST1 (15 )
@) 1
251 96
89 37
18 8 3
251 81
7
1 ST1
96 o
89 14
ST1(57 ) ST1
8 72
ST154(4 ) ST154
1 10
18
7 13 ST1
8 5
3 3
37 13
ST48 9 ST739 6
ST1

(3) Minimum spanning tree

1
minimum spanning tree
10
B1 B2
B3 S1 S2 S3
C1 STl C2 ST154
U ( D B C S
U
7 ST1(C1
) S U
B S
2

L. pneumophila

S

ST48 0]
= 4 5 ST23

" (I
Group-S2 R

o, e
e

TRABMN S, YD

o-:f_' & ! }. =
O’ﬂ . L) 3 : -..' y ()
o -'.‘-.-'?_'_. A
= 2 [ s
wwkEEr S0, G XS O
NEfER R EEX % o
SNBEREDRHRDZ L, \¥e
Group-U o=y
—— O
BREABEBONZ. 5 Ba
° 4 O
9 X
| e @]
>

Group-C1 l

BEMEKSBSZN. \ B0
- ARG

| AN
Group-C2 b Group-B2 '!L N5

a.®
ST154 %) B
.'f 4 ' )
) o
BEER B 2
AR =122
| EiEk
TiE 1=
K- gk |
2P T— -
&Sk &
1 L. pneumophila 1 minimum
spanning tree
Group-s (116t  |INGZENSHEN 64
Group-B (95t%)  [INNNNGGNGGENE oS
Group-C (21%%)  [JEllL 18
Group-U (211  [ELE 17
0% 20% 40% 60% 80% 100%
RenE MBI WBROMAR WL-ER R - Zof
253 /
8 S
2



3
Nishizuka M, Suzuki H, Ara T, Watanabe
M, Morita M, Sato C, Tsuchida F, Seto
J, Amemura-Maekawa J, Kura F, Takeda H.
A case of pneumonia caused by
Legionella pneumophila serogroup 12
and treated successful ly with imipenem.

J Infect Chemother. 2014,
20:390-3

Legionella
pneumophila
2012.

2012 39 76-80.
Amemura-Maekawa J, Kikukawa K, Helbig
JH, Kaneko S, Suzuki-Hashimoto A,
Furuhata K, Chang B, Murai M, Ichinose
M, Ohnishi M, Kura F; Working Group for
Legionella in Japan. Distribution of
monoclonal antibody subgroups and
sequence-based types among Legionella
pneumophila serogroup 1 isolates
derived from cooling tower water,
bathwater, and soil in Japan. Appl
Environ Microbiol. , 2012.
12:4263-70.

neuA
Legionella pneumophila
sequence-based typing (SBT).
88 . 2014 6 ,

Junko Amemura-Maekawa, Michiko Koyano,
Toshio Yamazaki, Miyo Murai, Makoto
Ohnishi, and Fumiaki Kura.
Identification of Legionella
pneumophila subspecies in clinical
environmental isolates in Japan using
the microplate DNA-DNA hybridization
method. The  8th international
conference on Legionella, Melbourne
Australia, Oct.-Nov., 2013.

Jun-ichi Kanatani, Junko Isobe, Keiko
Kimata, Tomoko Shima, Miwako Sshimuzu,
Junko Amemura-Maekawa, Fumiaki Kura,
Tetsutaro Sata, Masanori Watahiki.
Close genetic relationship between
Legionella pneumophila serogroup 1
isolates from sputum specimens and
puddles on roads by sequence-based
typing. The  8th international
conference on Legionella, Melbourne

Australia, Oct.-Nov., 2013.

. Legionella pneumophila
. 87
. 2013 6 ,

. Legionella pneumophila
1
87 .2013 6 ,

Junko Amemura-Maekawa, Fumiaki Kura,
Hiroyuki Tawara, Yuko Watanabe, Junko
Isobe, Shinobu Tanaka, Hiroshi
Nakajima Shuji Yoshino, Shinjiro Abe,
Takako Misaki, Tomoe Shimada, Taku
Wakui, Yuki Tada, Makoto Ohnishi.
Grouping of clinical isolates of
Legionella pneumophila SG1 in Japan,
using SBT analysis and environmental
habitats. ESGLI 2012 (1st Meeting of
the ESCMID Study Group for Legionella
Infections), Dresden, Germany, Sep.
2012.

IASR, 2013,

6:161-3.
http://ww._nih_.go.jp/niid/ja/iasr-sp/22
52/400/3599-dj4004 . html

Amemura-Maekawa, Junko

20238843



