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Establishment of FACS-mQ as a tool for detecting stem cells or cancer stem cells

Takano, Toru
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i The basic protocols of FACS-mQ(mRNA quantification after FACS) were established. I
n FACS-mQ, intracellular RNAs are preserved without degradation after immunolabeling with a florophore, th

en we can analyze gene expression profiles of sorted cells after FACS. We established the following three
protocols: 1)preparation of single cells from blood or tissue samples without RNA degradation, 2)high sens

itiée iTTunolabeling of the targeted cells, and 3) recovery and analysis of a samll amount of RNAs from so
rted cells.
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