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To assess whether early lung cancer prediction might be informed by an mRNA assay
for various increased genes in peripheral blood mononuclear cells (PBMNCs) and tumor tissues, we examined
specimens taken from 65 carcinoma patients and 15 controls. PBMNCs and tumor-tissue specimens were taken f
or measurement of the mRNAs of 93 genes by TagMan low density arrays. In the PBMNCs of the controls, 8 gen
es were not detected. In PBMNCs, FGF2 mRNA/GAPDH mRNA, MMP9 mRNA/GAPDH mRNA, NANOG mRNA/GAPDH mRNA, PPBP m
RNA/GAPDH mRNA, S100A4 mRNA/GAPDH mRNA, STAT3 mRNA/GAPDH mRNA, and TYMP mRNA/GAPDH mRNA levels were signif
icantly higher in the carcinoma patients than in the controls. Although the level of PPBP mRNA/GAPDH mRNA
in PBMNCs appeared to correlate with that in tumor-tissue specimens, the coefficient of determination was
too small (0.087). Unfortunately, measurement of mRNAs in PBMNCs may not be useful for the early diagnosis

of lung carcinoma.
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ABCB1 ADAMIZ2 BCL2 BCL2L1 BIRC5
CCNB1 CCND1 CCNE1 CD44 CDC25A CDCZ25B CDC6
CDCP1 CDKZ2 CDK4 CDK5 CDT1 CTNNB1 CYP2A6
DPYD DSG3 DYRKZ2 E2F1 E2F3 EGFR ENO2 EPHAZ
ERBB2 ERBB3 ERBB4 FGFZ2 FGF9 FGFR2 FLT4
FOXA1 FOXM1 GLI1 GPR87 GRP HIFIA HMGAZ
HNRNPAZ KIT KRT14 KRT19 KRT20 KRT5 KRT6A
KRT6B KRT7 MAGEAL MAGEALZ MAGEA3 MAGEA4
MDMZ2 MET MKI67 MMP11 MMP2 MMP7 MMP9 MSLN
MUC1 MUC4 MUCS5AC MYBLZ2 MYBLZ2 MYC MYCLI
MYCN NANOG NKX2-1 NOTCH3 PAX9 PCNA PDGFB
PIK3CA POLK PPBP PRDX1 PRKCI PTGS2 RAD17
RAPGEF1 S100A2 S100A4 SOX4 STAT3 TERT
TYMP TYMS VEGFA VEGFC UWNT1I WT1 YWHAZ
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