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An analysis of urinary microRNAs and proteomes in renal diseases.

Konta, Tsuneo
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We examined the profiles of urinary microRNAs (UmiRNAs) in 5 healthy controls and
71 patients with various renal diseases. Urinary concentration of miRNAs increased in patients with renal
disease compared with healthy controls. The microarray analysis detected 83-137 distinct UmiRNAs and 80-99
% of UmiRNAs in both the healthy controls and the renal disease patients. The majority of UmiRNAs displaye
d higher signal intensity in renal disease patients than in healthy controls, including 39 miRNAs exhibiti
ng signal intensities 100 times greater than that in healthy controls. A different pattern of UmiRNAs was
observed in each type of renal disease. The miRNA signal intensity of renal tissue and urine samples was s
ignificantly correlated. This study demonstrated that UmiRNAs presented different patterns corresponding t
0 the type of renal disease. These results suggest that UmiRNAs can potentially be used as novel biomarker
s for renal diseases.
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