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Integrated molecular analyses of T cell acute lymphoblastic leukemia using SNP and m
ethyration arrays
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Molecular analysis was performed on 55 newly diagnosed T-ALL and 14 T-NHL patients
treated by JACLS protocol using SNP array. Alterations were identified 1n 4q,6q,11p,9p,and 17p13 locus. A
mong them LEF1 alteration was found in 5(7.5%) of 67 patients. LEF1 alteration was associated with a young
er age, but not with sex, white blood cell count(WBC? or event-free survival..
IL7R mutations were found in 4 (7.2%) of 55 T-ALL and none (0%) of 14 T-NHL patients. IL7R gene mutation w
as not associated with event-free survival in T-ALL children. Notably, all 4 patients with IL7R mutations
have been alive without relapse. IL7R mutation was not associated with sex or WBC.
Whole exome sequencing was performed in 16 T-ALL patients, including 6 relapsed patients. Mean alteration
was found in 19 genes per one patient. Mutations of NOTCH1 and FBXW7genes were found in 56 % and 32% patie
nts, respectively. Novel mutations identified will be further examined in future.
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