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A search for candidate genes involved in invasion and metastasis of cutaneous
squamous cell carcinoma

TAKEI, Kimiko
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To search for biomarkers to identify patients with a high risk of cSCC, we
compared protein and microRNA (miRNA) expression profiles between transformed mouse keratinocytes and its
metastatic derivatives. MiR-221/222, keratin 8 (K8)/18 were upregulated in metastatic derivatives.

We then examined whether miR-221/222 and K8/18 could serve as markers to identify high-risk patients. Of
the 448 patients diagnosed/treated between 1978 and 2012 at Ryukyu University Hospital, 19 (4.2%) were
metastatic, and 11 of which could be enrolled. Thus, we compared miR-221/222 and K8/18 expression between
11 metastatic and 11 non-metastatic patients in a matched-pair case-control studK.
MiR-221/222-double-positive staining and K8/18-double-positive staining were highly significantly
associated with metastasis (each p=0.004, binomial exact test). To our knowledge, this is the first
report on the potential utility of miR-221/222 and K8/18 as biomarkers for high-risk cSCCs.
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