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Comprehensive analysis of molecular factors that impact on radiation dose response u
sing the Linear-quadratic model
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In this study, 1 investigated an association between molecular factors and radiati
on dose response in 52 types of cancer cell lines using the Linear-quadratic model. The analysis revealed
basal gene expression profiles and cancer gene mutation status that impact on the cellular response to a h
igh-dose radiation per fraction compared with a lower-dose radiation. In addition, drug-radiation interact
ions were analyzed when radiation was given at a high dose versus low dose per fraction. The results sugge
sted that there are several molecular targets and radiosensitizing agents that may affect treatment outcom
es in a high-precision hypofractionated radiotherapy.
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