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Epigenetic alternation associated with metastasis in gastrointestinal cancer
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Distant metastasis tissues showed higher expression of miR-200c and miR-141 than d
id primary GICs, which was significantly associated with hypomethylation of the promoter region of these m
iRNAs. Transfection of miR-200c precursors resulted in enhanced cell proliferation but reduced invasion an
d migration behaviours in cancer cell lines, and caused reduced expression of putative gene targets, and r
esulted in epithelial-mesenchymal transition. In addition, high serum miR-200c demonstrated a significant
positive correlation with lymph node metastasis, distant metastasis, and prognosis. More importantly, seru
m miR-200c was an independent predictor for lymph node metastasis and tumor recurrence and emerged as an i
ndependent prognostic marker.
In conclusion, miR-200c, epigenetically regulated, plays an important role in mediating EMT and metastatic
behaviour in GIC. Serum miR-200c has strong potential to serve as a noninvasive biomarker for GIC prognos

is and predicting metastasis.
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