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A systematic study of the disorders in the spindle assembly checkpoint genes in colo
rectal cancer and its application to molecular targeted therapy
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) i In order to elucidate the molecular abnormality in colorectal carcinogenesis, we i
nvestigate the disorders in the spindle assembly checkpoint genes by examining those expressions in colore
ctal cancer cell. Our data showed that p53 gene mutation (loss of normal function) might induce suppressio

n of spindle assembly checkpoint genes, and might contribute to DNA aneuploidy and thereafter carcinogene
sis.
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