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Investigation of molecular genetic alterations and prognostic factors of primary cen
tral nervous system lymphoma
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We investigated prognostic markers for primary central nervous system lymphoma (PC
NSL) using immunohistochemistry. Age and KPS were strong prognosticators as reported previously. Methotr
exate-based chemoradiotherapy achieved a high rate of complete response (83%), improving survival of PCNSL
patients. Multiplicity of PCNSL lesions was significantly associated with a short survival. High expres
sion of LRP, drug efflux pump protein, was associated with a poor response to chemotherapy and shorter ove
rall survival, suggesting that LRP may be a clinically relevant drug-resistance factor in PCNSL. Expressi
on of a germinal center marker Bcl-6 was a favorable prognostic factor, whereas c-myc high protein express
ion was associated with an inferior survival. Low protein expression of mismatch repair proteins, MLH1, M
SH2 and MSH6, was a significant indicator for a short survival in patients with PCNSL.
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4 . Predictors for progression-free and overall survival using multivariate Cox
regression analysis

Prognostic factor HR(95% Cl) p-value
Progression-free survival
Age (70) 4.319(0.915-20.376) 0.0646
KPS(60) 0.757(0.171-3.355) 0.7141
CR 0.086(0.019-0.392) 0.0015
Number of lesions(1) 5.755(1.288-25.703) 0.0219
BCL6(30) 0.544(0.198-1.495) 0.2375
LRP(40) 2.006(0.615-6.541) 0.2486
c-myc(20) 3.437(1.094-10.800) 0.0346
Overall survival
Age (70) 21.940(1.349-356.817) 0.0300
KPS(60) 0.087(0.007-1.043) 0.0540
CR 0.008(0.0004696-0.130) 0.0007
Number of lesions(1) 21.046(2.244-197.397) 0.0076
BCL6(30) 0.108(0.019-0.623) 0.0128
LRP(40) 8.414(1.330-53.242) 0.0236
c-myc(20) 35.963(3.131-413.047) 0.0040
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