©
2011 2013

Characterization of the Porphyromonas gingivalis conjugative transposon CTnPgl: the
gene transfer among oral bacteria and CTnPgl-like family CTns.

NAITO, Mariko

3,900,000 1,170,000

Conjugative transposon (CTn) CTnPgl DNA
database CTnPgl CTn
CTnPgl CTn

Conjugative transposon (CTn), CTnPgl was one of mobile elements that were defined
from Porphyromonas gingivalis. CTnPgl can transfer among live bacteria not by transformation and transduct
ion. CTnPgl-like CTns were found in anaerobic bacteria that composed biofilms in human oral and intestines
. These result suggested that CTnPgl and CTnPgl-like CTns are widely distributed and actively transfered a
mong oral and intestinal bacteria.
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