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Much interest has been focused on the mechanism and biological meaning of large
flucutuation of gene expression pattern observed in mouse embryonic stem cells (mESC). In this study, six
genes including core genes to maintain pluripotency in mESC were selected and a theoretical model of the
regulatory network among those six genes was constructed. Dynamical behavior of the network was analyzed
b{ performing stochastic simulations, which led to the hypothesis that the slow conformational
fluctuation of chromatins around gene loci explains the observed large fluctuation of gene expression
pattern in mESC.
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