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Genomic target site recognition by SOX-partner factor complexes that underlies
switching mechanisms in cell differentiation
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2,900,000
DNA
Sox2 DNA in vitro in vivo
(1) Sox2 Pax6 in vitro EMSA SELEX 2
ChlP-seq Sox2 Pou5f1

Transcription factors function as heterologous complexes, and changing their
partner in the complex results in a major alteration in their regulatory targets. This mechanism is
responsible for the switching of cell states during differentiation. In addition, the DNA-binding
sequences of transcription factor complexes are not mere additions of sequences for individual factor
binding.

In thig study, we systematically analyzed in vitro and in vivo DNA-binding sequences for Sox2-partner
factor complexes. (1) We collected high-affinity Sox2;Pax6 co-binding sequences in vitro using a new
SELEX procedure with non-RI EMSA and characterized these sequences. (2) We improved the ChIP-seq
procedure using biotinylated transcription factors and applied it to epiblast stem cells to characterize
Sox2;partner (e.g., Pou5fl) co-binding sequences in vivo.
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