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MR OBEE (J€3C) : The proteasome is the major proteolytic enzyme and irreversibly inactivate
protein functions in cells. We assumed that short peptides generated by proteasomal degradation of
cellular proteins have some physiological functions. To examine this hypothesis, we purified cytosolic
and nuclear short peptides with C18-column. By using mass spectrometry, we succeeded in identifying
sequences of these peptides. We also started to generate cell lines and mice in which peptide cleavage by

the proteasome is altered.
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