BXF-19

HPHMRBEMAER FHARBAERBINE) HRARBEE

Rk 254 5 28 HEIE

HEEES . 32686

MEIEE  PKERRIEASF IS

HZEHARS - 2011~2012

EHEES 23657137

MREERESE (FI1X)  GPI 7o H—1EERIE mRNA D BIEIC & > THIE S TN B H

EEEL (EX) The influence of transcript localization on post-translational
modification

MERERE

A =4 (YAMAMOTO MIKI)

NHKE - B - KRR ST 00—
MEEES: 40301783

fFZERC R OB (Fns0) -

EAENE LWVEEARET 72012, EAEOHREZEMNBLETH S, AL TITEAY
DOFRBIERA, T DOERAED mRNA ORFEICE > THIEISN TV DN E I RFT L, v
a7 Y g vy ATd Dally-like &HEDIpIEIE L < HIFREICJHE L THRET 572012, BIFR#%
Effio—>Th D GPL 7o W —EMiNSLETH D, £ LT dlp mRNA [IEGEHICHFEET D,
dlp mRNA % 85T K o TEOEF CRWEIKICHBL S IR, 22 ofiiRsnc®
FEITIE LUVMEREA R S e dvo T2, EMBAICERELTBY ., ELL GPI 7 v —Efish
TWRWZ & 2R T DR/ GO,

WFIERLR OB (330

Post—translational modification of protein is important in promoting proper function of
protein. In this study, we investigated whether post—translational modification of
protein is regulated by mRNA localization or not. Dally-like protein (Dlp) in Drosophila
has GPI-anchor which is a type of post—-translational modification. And dlp mRNA shows
restricted distribution near nucleus in wing disc cells. We changed the localization of
dlp mRNA by replacing 3’ —noncoding region of dlp with that of wingless which contains
apical localization signal. The products translated from mislocalized mRNA did not show
proper function and were accumulated in apical region of cells, suggesting that mRNA

localization is involved in protein function and probably post—translational

modification.
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