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WFTERR R OBEEE (330) : To elucidate functions of factors associated with virus-like particles
(VLPs), which are used for host regulation by a parasitoid wasp Meteorus pulchricornis,
mRNA repertoire of pupal venom gland that produces VLPs were comprehensively
obtained. By utilizing RNA interference-based approaches, a series of knockdown wasps
that produce VLPs deficient in specified factors were prepared. Through the functional
analyses of these altered VLPs, two novel VLP constituents that share some
physicochemical properties with each other were found to suppress immune responses of
host hemocytes.
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representative EST accession

PF  cluster  direct homolog or related protein

(EST nos. in cluster) number
AD  01_F07 tetraspanin 05_D10(3) FY736866
01_Do7 laminin 05_G01(10) FY736890
INF superfamily, memberS-induced
AP 05_Cl10 05_C10(1) FY736854
protein 1
05_D08 CARD containing protein 05_DO8 (1) FY736864
CM  01_A09 Rab40 Ras-like GTPase 01_A09(1) FY736481
01_C03 rabaptin 01_C03 (3) FY736498
03 B02 03 B02 (1) FY736661
as g o
03_D03 03_D03 (1) FY736684
s 01_A02 i bulin/'complement-like protein ~ 02_F07 (25) FY736619
01 _BO4 serin e infubitor 01 _B04 (1) FY736488
01_B0S inhubitor 01_B05 (1) FY736489
VE 02_E05 02_G09 (4) FY736632
01_D09*  hemolysin-like 04_A07 (16) FY736740
02_D09 chitinase 02_D09 (5) FY736597
04_Al0  ADAM m, opeptidase 04_AlO(1) FY736743
ND 01 B03 methyl-accepting chemotaxis protemn 03_DO01(9) FY736682
01_E06 matrilin 03_GO06(22) FY736716
01_BI0 no homology 03_HI0(21) FY736731
01_D06 iron transporter 02_A06 (8) FY736563
01_E04*  noh 03_A09 (5) FY736656
02_A04 Ferredoxmn 02_A04(7) FY736561
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