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MFTERR R OBEEE  (330) @ Acetic acid bacteria have the distinctive ability to produce organic
acids by the incomplete oxidization of various alcohols and sugars. Transcriptome analysis
of the wild type and the strain utilized for vinegar production under various growth
conditions revealed that ethanol significantly represses the genes for the TCA cycle
enzymes and that might cause the temporal accumulation of acetate. Comparative genome
analysis have shown that the genes for the glyoxylate pathway are missing in the strains
utilized for vinegar production. Deletion of those genes in the wild-type strain caused delay
of acetate consumption, indicating that the loss of the glyoxylate pathway is beneficial for
vinegar production.
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