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WFEEE R OBFE (JE30) : The purpose of this study was to elucidate the biosynthesis pathway
of pufferfish toxin, tetrodotoxin (TTX), in TTX-producing marine bacterium Vibrio
alginolyticus by the whole genome analysis. We identified 6 strains of V. alginolyticus from
intestinal flora of pufferfish and TTX was detected from 2 strains by MALDI-TOF-MS
analysis. Genomic DNA samples extracted from the TTX-producing V. alginolyticus strains
were subjected to whole genome analysis by the next-generation sequencing technology.
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