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A concept on innovative treatments to epitheliotropic |ymphoma

targeting to molecules associated with segregation of |ymphocytes from lesional skin
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The present results indicated that the skin-homing property of CCR4, CCR7, CCR10 and CXCR3

may contribute to the development of specific accumulation of neoplastic lymphocytes in the skin,

which is the new concept of involvement of active skin migration of cytotoxic T-cells from blood

circulation of cECL. These chemokine receptors could be therapeutic targets by regulating the

migration of neoplastic lymphocytes in cECL.
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Relative quantity (Mean + SEM) P value
Target gene Lesional skin Normal skin (Lesional vs Normal)
CccL17 0.52+3.4x10" 0.06 +2.3x 1072 0.3718
CCL19 0.45+1.4x 10" 0.005 +8.4 x 10 0.0045
CCL21 0.60+1.3x10? 0.29£5.5x 10?2 0.1675
CCL22 1.19+3.8x 10 0.55+1.9x10? 0.3718
ccL27 0.13 +8.2 x 102 1.22+2.8x10% 0.0045
CCL28 0.62+3.7x10? 0.79+2.3x10? 0.0882
CXCL10 0.38+1.3x10? 0.02+7.4x103 0.0045
CCR4 1.45+1.4x 10" 0.32+7.5x102 0.0045
CCR7 1.07 £3.8x 10 0.02+6.8 x 102 0.0045
CCR10 1.17+3.6x 10" 0.09 +2.8 x 102 0.0118
CXCR3 0.82+9.8 x 102 0.03 +8.9 x 102 0.0045
IL-4 0.09+6.3x10? 0.22+1.6x 10 0.4881
1L-12p35 0.61+3.2x101 0.11+1.9 x 102 0.0284
I1L-12p40 0.78+2.2x 101 0.02+6.5x 10 0.0045
IL-13 0.11+3.7x10? 0.60 +3.8x 10! 0.0882
IFN-y 0.47 +1.3x 10! 0.04 +3.1x10? 0.0118
LT-a 0.60£2.0x 101 0.02+7.3x103 0.0045
Perforin 1.04+2.9x 10" 0.05+1.3x10? 0.0045
Granzyme B 0.47+1.9x10? 0.003 +1.9x 103 0.0074
ccL17 ccLi9 ccL21 ccL22 ccL27 ccLeg CXCL10
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Relative guantity (Mean + SEM)

Fualue

Target gene eECL normal (eECL vs normal)
CCR4 * 34%101 2122107 49x10% +4.7 %107 0.0312
CCR? ** 52x101+13x107 14%100+1.3x 10" 0.0010
CCR1D 17x 100 £3.1x 107 1.7 10" 1.5% 107 0.3097
CXCR3 * 13x107$2.1x10? 3.3x107+7.1x 107 0.0140
L4 3.8x101£3.8x107 45% 10 £ 3.1% 104 0.1860
IL-12p35 5.8x 1012 1.4= 107 75x107211=10" 0.2413
IL-12p40 3.6x107%1.0x107 76x107£53=107 0.6205
IL-13 22x107%1.3=107 TA4x107230=107 0.1258
IFN-y 58x107:3.2x10% 89% 10739107 0.3621
LT-a * 1LEx101 2562107 3.4x101£7.2=107 0.0211
Perforin ** 11x101+1.5=102 24%107+26x%107 0.0017
Granzyme 8" 6.4x101£9.9x%107 1.3%100+ 2.6 x 10° 0.0173
*: p<0.05 **: p<0.01
CCR4 CCR7 CCR10 CXCR3
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