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Are protein expression levels changed by intron SNPs on CYP2D6?
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e B OMEE (J53C) : We examined changes in the protein expression of the drug-metabolizing
enzyme CYP2D6 by using an assay capable of analyzing the influence of intron SNPs, to determine the
individual differences in protein activity that cannot be explained by exon SNPs alone. As a result, we
found that while the positive control CYP2D6*41 showed a 35% decrease in protein expression
compared to the wild-type CYP2D6*1, none of the other 4 variants differed greatly from the wild-type.
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