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KAGHE DNEG~— 71— % iTRAQ ¥ (isobaric tags for relative and absolute quantitation
method) THEAT L7z, Z DGR, T 1. 62 f5&FEBL L TU % LRPPRC (Leucine rich PPRmotif
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WFFEE R OBEE (J€32) - We investigated primary focus, metastatic focus and circulating tumor cells
(CTC) in colorectal cancer (CRC) patients by genomics approach in order to develop a novel clinical
laboratory testing.

CRC cell lines were mixed with peripheral blood from healthy volunteer, and isolated from the mixture.
Captured by magnetic cell separation and flow cytometry, the cancer cell lines were collected and
confirmed by immunostaining with anti-cytokeratin antibody. The technologies were established,
however, CTC could not be isolated from CRC patients in early stage.

We implemented iTRAQ (isobaric tags for relative and absolute guantitation) method to develop a
novel CRC biomarker, and found LRPPRC (Leucine rich PPR motif containing protein) that was
expressed 1.62 fold higher in cancer tissues. Tissue-Microarray and immunohistochemistry revealed that
the expression level of LRPPRC was related to cancer differentiation. LRPPRC could be a novel marker

for prognosis prediction.
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Monitoring (Stahl-Zeng et al, Mol Cell
Proteomics 2007) @ F & % Jis H L T,
0-GlucNac {Z DWW THRFEIL, CTC FFH D7 1
THIVA—T—%HHT, A ESni~
— I —IZOWTIL, R, o
FHTIEIC LV R T B,

Clck oAt SnIcy %2, A4
FREE D = WIIEIS MS/MS HIIE 3 2 M #Er 72
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£1. ITRAQZD BT ®R

Identified proteins

ion* o
No. Age Sex Location’ Type’ (> 90% confidence)
1 41 Male S well 267
2 54 Male T well to mod 208
3 63 Male R mod 190
4 67 Male TS mod 272
5 84 Female T well to mod 242
6 62 Female R mod 233
7 66 Male s well to mod 217
8 60 Female R mod 237
9 42 Female R well 229
10 54 Male R mod 239

* S, sigmoid colon; T, transverse colon; R, rectum
**well, well differentiated type : mod, moderately differentiated type
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IRS results

No. positive
samples (%) Mean + SD Range
(IRS > 3)
normal 27/83 (33%) 2.39+2.47 0-12
well differntiated 30/32 (94%) 8.09+3.79 1-12
moderately differntiated ~ 64/64 (100%) 11.22+1.85 4-12
poor differntiated 36/37 (97%) 9.53+3.05 0-12
14
12 T T
10 T

normal

well
differntiated
moderately
differntiated

poor
differntiated

&u\Lﬁ%@%ﬁ@&WW%EBTW%
HLTWANEIDFARB =D
real-time PCR #4177z, T DFEHE, ﬁﬁﬁ’%
ITo7= 8 JEFID H B, IEH MM L el LT
5 C LRPPRC mRNA DFEBLIZ 2 5L oD 7275 AL
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mRNA D FEBL EDME N ITARRIR B 2 JEFIFR D
BT,
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