#xXF-19 ,} }{g

N H |

HEHREBRER (FIITHREIAEZBIRE) HARARBES

SRR 25 4 5 A 18 HHI/E

HEAZES : 14301
MEIEE  PKERRIEASF IS
HZEHARS - 2011~2012
REES : 23659500
HRFEL (F1X) -7 SEEMEEORR EZDORDF A H = X LEBEHTIZ & 5 H 2 0E il
HEDRFICEAT R
FEEERE® (FEX) A study on the development of new strategy to control inflammation
using molecular mechanism of a IL-17 high-producing cell line
MERERSE
F1H# = (USUI TAKASHI)
REAKE - EFEHARFR - IEEEEE
HEEES : 90362483

WFFER R oME (Fo3)

REEH IR 28 A O EERIESREEREICB T EERY A N4 ThD
IL-17 Z&PEAT D~ A THild v —2 %% %Ltoé% CE—EFEO IL-17 Z21F & A
EHEA LW o— b 8ENEEL, TNODOEENLE L TWAH I L &R L, Zh
507 a— A E AV T DNA, RNABX Q=Y 22T 4 v 7 Lo-ULTOL TR FE iR
BT o7z, FERINOOEEIL DNA BANC L > ThHlf S b o TlixZe<, IL-17 7' u
= =IO AT A TF UL E NI D E T =R T 4 v 7 LV THII SN TN D Z &
Bahot-, E-FORREMELR T X E~vA 707 VAITICE > TRE LT, AFERITZ
NETLEEL BDERABTFICE2IFNORBO Bt 7ebEZEx b5,

WRFERR OB (330) -

IL-17 is an important cytokine in the pathogenesis of autoimmune inflammatory
disease, including collagen disease. We established stable murine T cell clones which
produce a large amount of IL-17 as well as its low producer from the same T cell line.
Then we can analyzed its molecular mechanisms by DNA sequence, RNA (microarray)
and epigenetic levels. Although we could not differences in DNA sequence in the
promoter region and the expressions of transcriptional factors, we found methylation
and de-methylation status were quite different in these clones. Furthermore, we found
gene-X could control it. These findings will lead to new-generation strategy for
controlling autoimmune inflammatory disease, including collagen disease.
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