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HEEREL (EX) Analysis of iPS cells from patients with 22911.2 deletion and
schizophrenia
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We established iPS cells from two patients with 22q11.2 deletion and schizophrenia.
Control iPS cells were from two normal subjects. We differentiated them into
neurospheres (NS). Using these NS, we performed ¢cDNA microarray analysis and
found that DGCRS8 gene, which is responsible for miRNA processing, is down-regulated
in the NS from patients. Then we did miRNA chip analysis and revealed that the
expressions of miRNAs relevant to differentiation from NS to neurons are
dysregulated.
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