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We isolated exosomal microRNAs from culture medium of glioma cell and total serum of glioma
patients. The expression of secreted microRNA in the culture medium is correlated the
microRNA expression of cultured glioma cells. We also established brain tumor stem cells
and mouse xenograht models. We successfully analyzed secreted microRNA expression in
total serum of xenographt models. We compared microRNA expression and gene expression
in primary glioma samples, and revealed that miR-128a and miR-504 are associated with

mesenchymal gene expression.
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miR-128a and miR-504 inhibition upregulate mesenchymal
marker expression in glioma cell lines
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